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EDUCATION & RESEARCH
2009-2013	Postdoc with Bing Ren, Ludwig Institute for Cancer Research, UCSD, USA
2008-2009	Postdoc with Michael Grunstein, Department of Biological Chemistry, UCLA, USA
2003-2008	Ph.D with Michael Grunstein, Molecular Biology, UCLA, USA
2006-2008	M.S. with Ker-Chau Li, Statistics (double degree), UCLA, USA 
1999-2003	B.S., Biological Science, Peking University, China

WORK EXPERIENCE 
2023-present	Vice Dean, School of Life Sciences, Tsinghua University
2019-present	Professor, School of Life Sciences, Tsinghua University
2017-2018	Associate Professor, School of Life Sciences, Tsinghua University
2013-2017	Assistant Professor, School of Life Sciences, Tsinghua University


AWARDS AND HONORS 
2024	CBIS Young Investigator Award
2023	New Cornerstone Investigator
2022                          Zhongguancun Award for Outstanding Youth
2019	Xplorer Prize
2019	China Science & Technology Young Scholar Award
2018	Zhongyuan Xiehe Life Science Innovation Research Award
2018	Shulan Medical Science Young Scholar Award
2017	NSFC Fund for Outstanding Young Scholars
2017	C.C. Tan Innovative Award 
2017	HHMI International Research Scholar
2014 	Qiushi Outstanding Young Scholar Award
2014	NSFC Fund for Excellent Young Scholars
2008	UCLA MBI Amgen Dissertation Year Award
2003	Outstanding Graduate Award, Peking University


PROFESSIONAL SERVICE

Academic Service:

2024-present Vice Chair, Board of Director, China Zoological Society
2021-present	Vice Chair, Publication Committee, ISSCR
2021-2023	Board of Reviewing Editor, Science
2020-present	Editorial Board, Stem Cell Reports
2019-present	Advisory Editorial Board, Development

Ad Hoc Reviewers:

Science, Cell, Nature, Nature Genetics, Nature Cell Biology, Cell Stem Cell, NSMB, Molecular Cell, Nature Biotechnology, Nature Reviews, Genes & Development, Genome Research, Nature Communications, Cell Research, PLoS Biology

Meeting Organization:

2025 Frontiers in 3D Genomics Conference, South Korea, Organizer
2025 Systems Biology of Gene Regulation and Genome Editing, CSH-Asia, China, Organizer
2025 Nuclear Architecture and Function, CSH-Asia, China, Organizer
2025 Genome Architecture in Cell Fate and Disease, GRC, US, Chair
2023 Genome Architecture in Cell Fate and Disease, GRC, US, Vice Chair
2023 Systems Biology of Gene Regulation and Genome Editing, CSH-Asia, China, Organizer
2022 From Stem Cells to Human Development, UK, Organizer
2021 3D Genome International Conference, China, Organizer
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